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carbohydrate classification.
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Differentially expressed genes (DEGs) were predicted
using the DESeq2 package on R statistical software (p < 0.01).

Total 10%Sucrose > No Sucrose 10%Sucrose < No Sucrose
DEGs in Liver 355 125 230
DEGs in WAT 551 233 318
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2. Results of glucose tolerance test 2 weeks after initial of food intake.
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3. Results of glucose tolerance test 6 weeks after initial of food intake.
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4, Total energy intake and weight gain.
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5. Changes in food intake over time between experiment foods.

(2 Shart term response experiment
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6. Scheme of respiratory gas analysis experiment.
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7. Result of respiratory gas analysis in a short term response experiment.
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8. Result of respiratory gas analysis in a Long term response experiment.
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10. Average of energy expenditure value in intake period and activity cycle.
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11. Clusters and PCA analysis by differentially expressed genes in liver and adipose tissue (WAT)
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12. Venn diagram by differentially expressed genes in liver and adipose tissue (WAT).
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14. Gene ontology analysis (FDR <0.01 ) using DEG in each tissue.
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Blue : Predicted activation in 10% Sucrose group
Orange : Predicted activation in NS group

15. Inter-organ crosstalk upstream analysis by IPA.

13. Molecular function Go annotations analysis (Level 2) using DEG in each tissue.
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Cool color pattern : 10% Sucrose > No Sucrose

Warm color pattern : 10% Sucrose < No Sucrose

16. Pathway analysis using liver DEGs.

Cool color pattern : 10% Sucrose > No Sucrose

Warm color pattern : 10% Sucrose < No Sucrose

17. Pathway analysis using WAT DEGs.
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5. AR SRIEEH - ER

HE, LYAY Y PR —FITREKRS NS EIHETA
RADK L GHEEPRESNT VS (VA VHE%
BOBRBEOMBEEER &) 25, —FTaXk E—REY
ICZ L BENHHEHETARAIT DOV T OREREMERFZE DA
RIEREZZLV. SEIOMEICENTEHEBHICEIT 2R
KALMIRERR L A3 D 3 2 1E S FRL (10% Sucrose vs No
Sucrose) DR X D ERBICHE L2 RITTHRIES
N7z, £7:2 HEE WS BRI T OBE 73
BERRNCETHELMTTIE2HEERA L. COBRELD
HILETARATH B AY —FDHERKEMIEE T %
BOBEULRBRE IS U THEREE 269 2 ITREMEAVRIB
SNz, INETHIEETARAZZLIED “aX” O
B & 2 BUREIRR 20 & O A TEE BR R B ICHBEBR YRR
ENBEVIEN DS EH S ZHFEIUIHEER T &
LTRAGNY>S, BEETEEHEREDIRZERELT
El-HERANZBWTHEHSINAEmAH S, L Lad
S5EMEOMBERICBVTIIDEEZ & F 2Lk (RAKED
BRIXZHEETH AL TARADA ) BRPDREE L &
CERIOEBELEL 0 S EARRERICB W T IE RSB,
THY, F-REERUC XV EARTROMERE NEHZ2E
T AHMEBARE SNz, FER A A0 %2 L - REHTEEEA
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ITHREEBIIFED SN D> - DEE2ECEBOR
HIERUCB W TRENIC T A LT —EHBEB O AR S
N7z, SEORERICE W TIXABAR %8 U CERT 1L
¥—8, BHBICHAREMTEZELZRD o7, £
7= S mMEE Uz RN R E OB EEUIGERIT 5 &5
ICHIAERR S & U TIBRZ AL F —D 25% 12725 KD IH
BINTWDS, BEFEBIICE > TIZRLVF-HEENE
Tgaz&dmonTBn’, 2O Lh5RKIEMEFEL
LTEZHEETHHHELETARADATHER SN S HE
iR O EHEBRII T A LF—HEEDE N 2MEH 3 %
ATREMEARIB S N7z, FFERICHEIRFE N C L ICHBREE
W2 HEORBESRICBWVW TS OLEBEFHIIER
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XD RAKIFEE UTEHEEO & THR S Wz RO
BEUC KD, BEABER, FREZEOME, KRR
#, BEAROTTEN TSNS EEL2EB. -7, #
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MR O recruitment DIFI A PRI N 2ER2EBL. B
FERFBDIBEUC L DX DY A b A1A VICKDIEHEEsh
7M1l <27 a7 7—Ydrecruitment A FEE S N, KR
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HIrliFmentns . SEEHLUZRBRELEED
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SNHHREED E 2 5N 5. IR TOBE T+ HBENT
DRERB SN EHBMETORBES AT LD B8R
@ recruitment O IH P RKIEYIE & LT ZHEHO AT
RSN -FAROBRTTEINhTWAZ &N 5, HbH
TABSABRIIDFEHEAFEHER L D & EMaIC B
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B XS il flIEHENTH S EIEVWAT, 10%
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RIZ RO TIIRED EICT A %2 EDRKIEYTEZ 283
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ERRICHETT 2 2 ENTE TV DD TSRITRAKILY
R DE > FR O REEEUC X 5 IC O\ TOME
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WHZERE PSR I E SR & /- R E O BERRICEL K
- LET.
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